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Supplementary Fig. 1A. Full-length nucleotide cDNA sequence of the CcSox5 gene. 
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Supplementary Fig. 1B. Full-length nucleotide cDNA sequence of the CcSox6 gene. The predicted amino acid sequences are 
shown underneath the CDS (coding sequence). The start and stop codons are bold-typed. The HMG (high mobility group) box 
domain is boxed. The DNA binding site is underlined.
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Supplementary Fig. 1C. Full-length nucleotide cDNA sequence of the CcSox13 gene. The predicted amino acid sequences are 
shown underneath the CDS (coding sequence). The start and stop codons are bold-typed. The HMG (high mobility group) box 
domain is boxed. The DNA binding site is underlined.
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